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Analysis of Diatom Community Structure Variation and Its Influencing
Factors in Winter and Spring in Jinshu Bay of Taihu Lake

JING Ming, CHEN Yu, GAO Xin, LI Ji-ying"
(Jiangsu Suzhou Environmental Monitoring Center, Suzhou, Jiangsu 215004, China)

Abstract; In this study, the community structure of diatom and its correlation with environmental factors in
Jinshu Bay of Taihu Lake were studied by Illumina high-throughput sequencing technology. Diatom species of 28
genera, including Cyclotella sp. , Nitzschia sp. , Aulacoseira sp. , Cymatopleura sp. , Actinocyclus sp. and Skele-
tonema sp. were detected from Nov. 2019 to Apr.2020. Besides, marine habitat species of Thalassiosira sp. also
appeared. Results showed that diatom was dominant in Jinshu Bay in December and March. The correlation be-
tween water temperature and the number of diatom communities was significant.

Key words: Diatom; Eukaryotic planktonic algae; High-throughput sequencing; Environmental factor; Jin-
shu Bay of Taihu Lake
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Table 1  OTU and biodiversity index
5[] B FEH n/A> & REFE /A Shannon — Wiener 3§ %% Simpson $§ % Chaol #5%k ACE 5%k
2019 £ 11 A 76 535 74 457 6.352 0.972 292.143 290.773
2019 412 H 85 078 80 052 6.620 0.973 505.462 505.029
2020 4F 02 A 85 419 80 127 5.043 0.920 399.071 403.130
2020 4203 H 85 143 80 070 5.283 0.907 578.625 571.768
2020 4 04 H 83 057 80 129 3.125 0.773 199.917 201. 609
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Fig. 1  Structure characters of diatom community
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