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Application Prospect of Environmental DNA Technology in Environmental
Monitoring and Animal Production Management
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Abstract; This article summarized the current research direction and analysis principle of environmental
DNA technology, introduced the application progress of this technology in aquatic, soil and plant ecosystems, as
well as its application prospects in animal production management, such as monitoring the environment of live-
stock sheds, promoting harmless treatment of livestock manure, detecting animal nutrition and health status, in-
vestigating genetic diversity of animal populations, monitoring and preventing livestock diseases. It analyzed the
advantages and limitations of environmental DNA technology, and on this basis, it proposed suggestions such as
establishing standard operating procedure, improving detection accuracy and actively promoting the application of
environmental DNA technology.
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